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ILLUMINA GENOMICS ARCHITECTURE
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IGAS| HHS ¢80t HEMQ I2HME 2= SG100K Z2METt
lllumina®| XtMICH Al2 Al (next-generation sequencing, NGS) UELICE SGT100KE= OFA|OFRIS] RTA| CHFAM0) CHt 082
a2 nE&Ee| Fefot MoK E MBSt RTHME (genomics), ZS S5le AE SEZ lllumina®t Precision Health Research,
TAAEt(transcriptomics), &R e (epigenomics) & CHet Singapore(PRECISE)Zt &7 100,000 2| 74Zot At 29019]
AT 2010 Z20| 7HSELICE NGS {3 E2 R+ 2tolEe2| STHE A= T2HMEQILICE O] Application Note=
ZH|, A[Ed 32|10 Hloje 24 8 oA A2 P A0 QUEsLICh SG100K Z2HEQ| Asto 2 NGS YIAZZRE Xt55}d}7|
lluminal & ZEEZ2|QE NGS YIE2R9 2 714 Qo Cte=o E= S AT 2 7|0l M IGA L ATEEES
Q40 M3 4 U= CHAT MES MBSt U SHels Hotete SEAQ HAXS0| WEHo = Mot WGS HIO|HE
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O|AZ FNSLICE ATt HEE9 lllumina YIEZR7t

RSS2 X IBHR| B 7|E MAjol| KHSohel wrHe 3t IGAL= AIA 3! HlO|E| Mol XS 319t 214312 98y 2to| =22
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XI5IH DNA 2to|E212| EH|2E H|0|& 247X X|[@ist= MEZHE DEZX9 LTAH| DNA(genomic DNA, gDNA)S
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http://support-docs.illumina.com/SHARE/IlluminaGenomicsArchitecture/Content/SHARE/FrontPages/IGA.htm
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/illumina-genomics-architecture-tech-note-m-gl-00508/illumina-genomics-architecture-tech-note-m-gl-00508.pdf
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/illumina-genomics-architecture-tech-note-m-gl-00508/illumina-genomics-architecture-tech-note-m-gl-00508.pdf
https://www.illumina.com/content/dam/illumina-marketing/documents/icommunity/genomics-architecture-workflow-novogeneait-m-gl-01045.pdf
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ANES 1 IGA AL Al 2ol Hjo|Ef 2]
ZH|st 2to|E2{2| = A|AE i w7t
ZH|3t 2t0|22{2|= NovaSeq 6000 AlAE(lllumina, ofetojEl e
= . g = s ol
HE23 #5: 20012850)0Af 2 x 151 bp &(run)2 T45t0
ANEAGELICE 30x HHEZ[X|(coverage)E S4 222 T2 N5 HEA(ME 191712
Mi(lllumina, ZHE2 3 H35: 20028312) 24719 MES
MANRELICE IGAS 088 X 58tEl 9aZ2 29 o 24 S A e 36.39259%
QA Clarity™ LIMS 2T EQ|0{7t €3 Z2l(bulk pooling), HHZ|X|7} = 15x01 QK| % 9472 + 7.8%
#HAM(denaturation) 2! NovaSeq 6000 A|AEIOZ9| 2t0|E2{2
O(o aturation) 2 Noy a:S a5 | _ | il 12| Q30 &7l (base) 1021 + 16.7 Gbp
2YS AMHElER 2|2 = sHEF] ZEo| HAHE MEsl1,
NECZ AIAA HS A O LIRS HEE MaWSL|CH At M| 24221 (callability) % 97.05 + 71%
QIME ZOo[(Insert length) ZZL 459.4 +20.2 b
E[IZRCRS - S "
MIZ Qo 2HX| 0.001 = 0.0002
A#A 20| 2t2El = O|0|E{= DRAGEN Germline It0|Z2}Ql SNV 24°(MZ 997f)
v3.7.82 &t HIO|H 242 ?Io AIsX 2= BaseSpace SN —— 0954 2 0117
[e} + %
Sequence HUbDZ AE2|UZ|AELICE EA A0t e 12 (recall) 84+0.
S2E0= JMP AT EQO{7t AHEEASLICH. SNV B (precision) 99.83 + 0.03%
Indel M S 99.58 = 0.31%
== nl: Indel B2 99.66 + 0.15%
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