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& 1: lllumina Stranded Total RNA #4&
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% 3: £/ lllumina Stranded Total RNA Prep with Ribo-Zero Plus =& ASMNE 11 F AR ABIZRE F mRNA

100 ng /= RNA 288

10 ng & RNA 2

=X AFRE0 ECAE] KRR (%) AFRED ECAE] KRR (%)
HBAT 7489 2 99.97% 13,685 4 99.97%
HBAZ2 66,045 18 99.97% 110,406 16 99.99%
HBB 154,614 78 99.95% 173,704 86 99.95%
HBGT 22 0 96.29% 37 1 99.69%
HBG2 203 0 100% 143 0 100%

& 4: lllumina Stranded Total RNA Prep with RiboZero Plus ByI4RES £ °

100 ng /= RNA 2158

10 ng & RNA a2

1ng = RNA 2188
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RNA Prep with

Total RNA with

Stranded Total
RNA Prep with

Stranded Total
RNA Prep with
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Ribo-Zero ) Ribo-Zero ) Ribo-Zero )
Ribo-Zero Plus Ribo-Zero Plus Ribo-Zero Plus

% rRNA

2.0 3.8 7.2 4.4 32.8 4.5
(285/189)
%A (%) 99 99 99 99 99 99
EEEEEAA 0.44 0.46 0.48 0.47 0.52 0.51
(CV) =i ) ) ) ) ) ’
52 (%) 7.5 4.5 12.8 5.3 40.9 19.2
ULFEZE (%) 96.9 96.9 94.2 97.5 76.6 97.5
FE (%) 3.0 4.9 8 5.2 35.8 5.0
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