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MiSeq A|AEIE of CHO| 7[7]0f| 22{AH (cluster) 4,

3= (amplification), A& &(sequencing) 3! HIOJE &4
715 B5F SBt0 DNA ME FH|SH AIFMTK] ™ THAE
SAS] = F X9 AN SSHEQJLICE F 1 ®S0[H2

A2 SZHol AA7F OSSR R el BE A &Fol| A
CE £ JUSLICHAR 1). MiSeq AIAEIR © MAXC = o
90%2| AIHA HIOJHE Mash= LS E AMICH AE & (next-
generation sequencing, NGS) 7122l lllumina2l
sequencing by synthesis(SBS) chemistryS Ol2gfLICt,
4ot NGS H52 HMSdt= MiSeq AIAEIR &2 AX|
37tets QTSIEE H|E CHH] 22X A&ot R TR 240
Ol)\l‘X‘|O| EEHEOIL“:I..

o Tl =2 A0 "

MiSeq A|ABIE SZSHK] @811 AHE0] /2 Control
SoftwareE MSLLICH AR ZEHl HA|ATET
RIHMHO|AE Sl 7|71E Zad = U1, FMFI Al (radio
frequency identification, RFID) &% 7|50| LIZENf Q= gﬂ'g AQ A|7I_|-
ZHCHS| 2T SHA AZA0] 7hsT AloF FLER|X|E A8
+ AUSHCL E A4 SfH0 HiSE= FEd sSdS &3t 2to[2212] EH|(library prep) 2AteF MiSeq
EOSIALE 2E A|ZA I E2 20 Chet THHAIE XA S =l AAEIS ABHSIO TS A|7F ofoj| ZHS otz Jt=slE 2
2 45 YSLICL 2E MiSeq AlAEIS 28 C H0JE 24 U Ob T A1 Orol e o1S e ol LIt

. e e o HAO| Ot 3 A|ZE otol| ZHHE & 4= USLICHAR! 2).
7ISE ZeCI llumina®l REK| S=re= ZHE StS¢l 02 S%, [lumina DNA Prep AISFS AF23104 2|4 342t
BaseSpace™ Sequence HubOll CHet HAIA S MSEL|Ch otoj| A|$',_JI)5| ENEEEEES _¢_’ MISeq AAEIC 2 &|A

BaseSpace Sequence Hub =lAZ! EIOE FI2E 715, 5.5A|7F otol| Xt=s 28 S (clonal amplification), A& &
R EIOE 24 =, @IS 7t B(run) =HER S ‘3:' Q-Score(quality score, & E=)7t S E Hﬂblﬁ
el ersh SE ohSe 2EeR] SEUS MSeH. Z2(base calling)2 25 ’%E%* 2 QUGLICHE ). AIEA
BTAHE BaseSpace Sequence Hubl CHefet HOJE A HE(Sequence alignment)2 MiSeq Local Run Manager
=Rl X|4EOR 2olEE Bl Ol BN Ug BRetel T oo A b SiEstol]
MNIHS 2 21Z0E 2 (informatics, S221<f) A7 8 o = Bagegpace Se:;uence HubZ Sl 3AI7F CL“HT%E'%* #’
4= UGLICE £ BaseSpace Sequence HubE £ S=Lt oIALIC}H

DA AT WEA HOIHE 3R/Y 4 ASLICH ’

2to|H2{2| ZH| HIOJE &4

B %7F S 717| L ElolEf Xal/z=A] 27,
to|2ai2| ZH| KA HO[ BT

T8 2: MiSeq AIAHE HIEER — KM|CH HIKIEF AIZA AR AIZHS =6l = MiSeq AIAHIQ 2EASHE YFE22 2tolEe{2] &[0l Stk =
SE library prep kit AH8 7Hs. 5AIZF 3022 A[ZA A2 AJZH0ll= MiSeq AIAED MiSeq Control SoftwareE AE%r 22{AE MM A4,
Q-Score?t SEHE HO|A S 2|1 2 x 25 bp &0l Ciet 0|F EH AJH(dual surface scanning) 2% AlZH0] Z&HE,
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lllumina2l SBS chemistry= SO CIO|E S&2E MS2LICh
0] SHX O 2 JHUEl 79X ZZAXt(reversible terminator) S
0|83t A[EA 2 =4 JHel DNA ZHOf CHet Ci# 2
5 A2 A (massively parallel sequencing)2 7Hs5HA|
ot0d T H7|(base) 7t Z0{Xli= DNA Zt=f(strand)ofl 222!
I O ZX[ZLICE. 282f2] dNTP(deoxyribonucleoside
triphosphate, CISAZ[E 522 QAIO0|E MOl IE IR =
Chs E719 & (incorporation)2 ¢lo ATt mf A& SAXt
H=9| O|0|X|7F &S EILICE 2 AHO[Z(cycle)O| THE =

SO 7R ZAXO| E5E 4532 ANTP/F SESIEE
AL 2 ZHE Sl &Y M (bias)O| £ ADFELICH £

2} AFO|2 & 1= ' (signal intensity) SEE Soff H|0|A
Z(base call)0| 2 MMZOZ CIE J[&0f H|sl A
QRES(raw error rate)0| I A AAEIL|C O|of 2t Hh=
ANEA S E= S5 F2 M (homopolymer) LA E AJZA
wer S0|M RFE A Y HiXsH= 01 F2tot &7 (H(base-
by-base) A|ZA0| 7hsd TLICHIZ 3).
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AlEA O E2[AH0|ME XHHO =2 =HohE| 0 USLICE

OSH W2 4 AlZta 74D 3 E2RE NSt

MiSeq AIAEI2 HX THA|Z A (targeted resequencing),
22 =2l(clone checking), YZ2I2 AlZ & (@mplicon
sequencing), RNA Z&1(RNA expression)zt 0] 7| &2
DA MG S (capillary electrophoresis)O|Lt X2k

Sea 2B (quantitative polymerase chain reaction,
gPCR)E O|8¢t A|ZA 2ol Cish 5|8 2282l tiets
MIAIRILICE Local Run Manager £ E012t BaseSpace
Sequence Hub= 22 STHM| A, 16S HEX| =2 A(16S
metagenomics), RNA AIZA, EX MAI- S, &A™ @ TXt
M HAHpreimplantation genetic screening, PGS) &t
OFL|2t AmpliSeg™ for lllumina IHE S AtEst A E2|2
AZA D Zo| A HE[ZH M (multiplexing) &l 0fZ2[A[0]40]
HXotE 24 YIZZE MBS LICH E£3 2[= HO|(read
length)E =8 =+ A4, Yot 222 H(flow cell)

SMO| MIBEH, = 2[=(single read) £= HOE A=
2|=(paired-end read) & ME{0| 7t SSIE 2 Chfot MY @7
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H 1: MiSeq AlAE! M m2t0|H

2|E Zo| = AR AZte O[O Of2%E Q-Score® A 2|Ee O£ QE 2|Ec

MiSeq Reagent Kit v2

2 x25bp of 5.5A17F 750~850 Mb Q30 ol& &7l > 90%
2 x150 bp of 2442t 4.5~51Gb Q30 0l &7l > 80% 12~15M 24~30M
2 x 250 bp of 39AI7F 7.5~8.5Gb Q30 014 &7 > 75%

MiSeq Reagent Kit v3

2 x75bp Of 21AI2F 3.3~3.8Gb Q30 0|4 &7] > 85%
22~25M 44~50M

2 x 300 bp oF 56 A7 13.2~15 Gb Q30 0le B2l > 70%
MiSeq Reagent Kit v2 Micro

2 x 150 bp O 19A17F 1.2 Gb 4M 8M
MiSeq Reagent Kit v2 Nano

2 x150 bp Of 17AIZE 300 Mb

™ 2M
2 x 250 bp oF 28AI7H 500 Mb

a. & 29 A= 05 EH 271 S XSHE MiSeq A2 0l A TIsh 22{AE My, A7 9 H0[A S A[ZH0] ZeE,
b. T 2ol ZM Q30 0l Fr|o| W2 g B e M%@ s

HHg
c. MR AFES v2 chemistryOil CH$t 467~583 k/mm*7He TEIS Satstes S2{AE{2F v3 chemistryOil Chet 727~827 k/mm*7H2| BES Sntste S2{AE 2Ho] K&l S2{AH
Y= (density) oA lllumina2l PhiX Control 2t0[E2{2|E AFSH B2 +XIE 2H2 & MK M5 mtati|EE 2to|=efa] 7, 2to|2a{2] 22, UEE Sitcts S{AE| Tt OHE 5
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MiSeq AlAEI0l CHet XbM[EH HEE illumina.com/systems/ 1. Data calculations on file. lllumina, Inc., 2017.
sequencing—platforms/miseq.htm|01|H SHOISHA! 2~ 2. Bentley DR, Balasubramanian S, Swerdlow HP, et al. Accurate

USLICH, Whole Human Genome Sequencing using Reversible
Terminator Chemistry. Nature. 2008;456(7218):53-59.
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http://illumina.com/systems/sequencing-platforms/miseq.html
http://illumina.com/systems/sequencing-platforms/miseq.html
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MiSeq A[AEIC] AFQE NS =5

ofetolE At M= FIEEO ¥
RFID A2&Z =X 7|5 MiSeq System SY-410-1003

7171 +4 MiSeq Control Software
Local Run Manager 4T E2|0f MiSeq Reagent Kit v2 (50-cycles)” MS-102-2001
B|0|A 24 Intel Core i7-2710QE MiSeq Reagent Kit v2 (300-cycles)™” MS-102-2002

S 2.10 GHz CPU A A .

171 Ao B22]: 16 GB RAM MiSeq Reagent Kit v2 (500-cycles)™ MS-102-2003

BREMUE caom 7B SSD

] ) MiSeq Reagent Kit v3 (150-cycle)’ MS-102-3001
OS: Windows 10 Enterprise LTSC
MiSeq Reagent Kit v3 (600-cycle)® MS-102-3003
2522 +3°C q d ycle)
& HIS= 20~80% MiSeq Reagent Micro Kit v2 (300-cycles)® MS-103-1002
o o 1:2,000m 0/2
e 27E: 2 S2 1l MiSeq Reagent Nano Kit v2 (300-cycles)” MS-103-1001
et7|: Z|th 1,364 BTU/AIZE
ALl Mg MiSeq Reagent Nano Kit v2 (500-cycles) MS-103-1003
LED 520 nm, 660 nm a. 20% 70 7ts.
b. lllumina Advantage XM& 704 7ts. TG 2H80| 2AHE ADFE 2 x{Wa|H|o[d AA|
PIEE S0l o) £20| Sl 715 M. e ARES 23 Aok HZ Al Aot HZE/n,
L1l x 2I01 x %01: 68.6 cm x 56.5 cm x 52.3 cm DHR0IN 752 9l 01+ binding forecast) AA e, XIS Fus et
= FA:57.2 kg 07125 DjLIHE S8 2ol It

I7|X] 27: 93.6 kg

T @7 At AC 90~264 V(50/60 Hz), 10 A, 400 W

ZI}b=: 13.56 MHz

RFID 2] 2100 mW

NRTL 25 IEC 61010-1
CEDt= =S
Fcc/ic &¢l
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