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ACD DIS3L2 GREM1 PIK3CA SDHD
AlP EPCAM HOXB13 PMS2 SLX4
AKT1 ERCC1 KIF1B POLD1 SMAD4
APC ERCC2 KIT POLE SMARCA4
ATM ERCC3 LZTR1 POT1 SMARCB1
BAP1 ERCC4 MAX PRKAR1A SMARCET1
BARD1 ERCC5 MENT PTCH1 SPINK1
BLM FAM175A  MET PTEN SPRED1
BMPRITA FANCA MITF RAD50 STK11
BRCA1 FANCB MLH1 RADS51 SUFU
BRCA2 FANCC MRETIA RAD51B TERF2IP
BRIP1 FANCD2 MSH2 RAD51C TERT
CASR FANCE MSH3 RADS51D TMEM127
CDC73 FANCF MSH6 RB1 TP53
CDH1 FANCG MUTYH RECQL4 TSc1
CDK4 FANCI NBN RET T7SC2
CDKN1B FANCL NF1 RHBDF2 VHL
CDKN2A FANCM NF2 RINTT WT1
CEBPA FH NSD1 RUNX1 XPA
CHEK2 FLCN NTHL1 SDHA XPC
CTRC GALNT12  PALB2 SDHAF2 XRCC2
DDB2 GATAZ2 PDGFRA SDHB
DICER1 GPC3 PHOX2B SDHC
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iSeq 100 10011 4AM 1.2 Gb 19412t 2
v2 Micro AM 1.2 Gb 19412t 2
MiSeq % MiSeqDx (RUO Mode) v2 Standard 15M 4.5 Gb 24A|2t 9
v3 Standard 25M 7.5Gb 28|17t 16
Mid Output 8M 2.4 Gb 17A|12t 5
MiniSeq
High Output 25M 7.5Gb 24M12t 16
i 2
NextSeq 550 2 NextSeq 550Dx Mid Output 130M 39 Gb 26A[7F 80
(RUO Mode) High Output 400M 120 Gb 39AI2 256
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H 4: H7E TruSight Hereditary Cancer Panel2 A2t Horizon Discovery #E L HO| ZZab
CHSE DNA AFS R ZOA| BHEE MAFC
ME KX fal® Mol 21t Oll&f MAF 50 ng 25ng 10 ng
BRCA1 P871L SNV Missense HO| 100% 100% 100% 99.8%
BRCA1 S1613G SNV Missense HO| 50% 49.8% A47.7% 45.8%
BRCA1 K1183R SNV Missense HO| 50% 45.0% 43.9% 44.9%
BRCA1 K820E SNV Missense HO| 50% 48.1% 43.6% 45.6%
BRCAT1 D435Y SNV Missense 0| 50% 42.8% 46.3% 44.6%
HD793 BRCA2 V2466A SNV Missense 0| 100% 99.9% 100% 100%
BRCA2 N289H SNV Missense 0| 50% 39.2% 40.5% 40.5%
BRCA2 N991D SNV Missense 0| 50% 48.6% 48.1% 48.0%
BRCA2 N1784fs Deletion Frameshift $0] 50% 42.2% 35.7% 38.9%
BRIP1 S919P SNV Missense HO| 100% 99.7% 99.9% 100%
NBN E185Q SNV Missense HO| 50% A1.1% 35.1% 38.5%
BARD1 R378S SNV Missense HO| 50% 50.5% 49.9% 48.0%
BRCA2 V2466A SNV Missense HO| 100% 99.9% 99.9% 99.8%
HD794 BRCAZ2 12675fs Insertion Frameshift #0| 50% 41.0% 40.9% 40.3%
BRIPT S919P SNV Missense HO| 100% 99.9% 100% 100%
NBN E185Q SNV Missense HO| 100% 100% 100% 100%
a. AlZAE MiSeq Al2HIO R otel o172 TR0[0, 2 Al YazIE 85 2 Solslx| gk
b. HF(Alignment) % #10] 2152 DRAGEN Enrichment 0l A &
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1 PALB2 3= CNV =Xl Hot oz s
RBI T TTCAAAA  Insertion Zell2 U e 54.1% 53.6%
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TSC2 C T SNV 32 = 5(Stop-gain) 49.8% 47.5%
3 POLE C T SNV Missense HO| 44.1% 47.0%
4 CHEK?2 A G SNV Missense 0| 40.8% 44.9%
5 MSH6 GA G Deletion Frameshift #0| 50.9% 45.0%
6 BRCA2 CG C Deletion Frameshift #0] 29.9% 36.3%
7 MLH1 C T SNV B 31.0% 31.9%
8 BRCA1 T C SNV Missense HO| 39.6% 35.1%
. MBUE MiSeq HAHOR 2UE, B U0, B YL YIS 852 SUK 28,
b. %2 3 #0| 2§22 DRAGEN Enrichment 40f A 184,
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https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/adjustible-assay-conditions-for-idpe-m-gl-00009/adjustible-assay-conditions%20for-idpe-m-gl-00009.pdf
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/adjustible-assay-conditions-for-idpe-m-gl-00009/adjustible-assay-conditions%20for-idpe-m-gl-00009.pdf
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/trusight-hereditary-cancer-panel-ref-temp-tech-note-m-gl-01341/trusight-hereditary-cancer-panel-ref-temp-tech-note-m-gl-01341.pdf
https://www.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/trusight-hereditary-cancer-panel-ref-temp-tech-note-m-gl-01341/trusight-hereditary-cancer-panel-ref-temp-tech-note-m-gl-01341.pdf
https://www.illumina.com/products/by-type/clinical-research-products/trusight-cancer-hereditary.html
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Illumina DNA/RNA UD Indexes Set A,

Tagmentation (96 Indexes, 96 Samples) 20091654
[llumina DNA/RNA UD Indexes Set B,
Tagmentation (96 Indexes, 96 Samples) 20091656
[llumina DNA/RNA UD Indexes Set C
! 2 1

Tagmentation (96 Indexes, 96 Samples) 0091658
lllumina DNA/RNA UD Indexes Set D,
Tagmentation (96 Indexes, 96 Samples) 20091660
lllumina DNA Prep with Enrichment, (S)

20025524
Tagmentation (96 Samples) 00255
lllumina DNA Prep with Enrichment, (S) 20025523
Tagmentation (16 Samples)
lllumina DNA Prep, (S) Tagmentation 20025520
(96 Samples)
lllumina DNA Prep, (S) Tagmentation 20025519
(16 Samples)
iSeq 100 i1 Reagent 20021533
iSeq 100 i1 Reagent 20021534
MiSeq Reagent Micro Kit v2 MS-103-1002
MiSeq Reagent Kit v2 MS-102-2002
MiSeq Reagent Kit v3 MS-102-3003
MiniSeq Mid Output Kit FC-420-1004
MiniSeq High Output Kit FC-420-1003
NextSeq 500/550 Mid Output Kit v2.5 20024905
NextSeq 500/550 High Output Kit v2.5 20024908
Flex Lysis Reagent Kit 20018706
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