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TRUSIGHT ONCOLOGY 500 HRD
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TRUSIGHT ONCOLOGY 500 HRD
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TRUSIGHT ONCOLOGY 500 HRD
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(LOH, TAI, LST)E 2% &Qlato =i HRD &M MEo| AldHg
Sthstet 4 AUtt= SAHF FAF 50U ASLICE™ TruSight BRCA1 FANCI RAD51C
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TRUSIGHT ONCOLOGY 500 HRD

H
[
il
o
2
-
00
T
a

-

O
02

H
9'_}
X qot [0 jof

3& AA8t TruSight Oncology
QOpAHLF 22 HO[QO0MAHE
SY AT A RTAXLO| e
LNl AH2X|E MSeLICh IE TEE= 2Tl gene
fusion(R Tt 881t M2 gene fusionS 2F 12450
HAERICH, 52 g HF0M SRotdgds & = U=
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HRO|20pH = Bhd 7| MY H0](single-nucleotide variant,

SNV), &rl/Z 4 (insertion/deletion, Indel), KXt S|4
tH0|(copy number variation, CNV), gene fusion, BRCA
FAXE L ACH MuiS(large rearrangement, LR) 2210
MSI, TMB2t 22 S&ot HAY R RTH A|DJLIME
i)yl
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EESt TruSight Oncology 500 HRDOII= CHfet 21501 2K
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HHBH= ©F 25000709 =2 EJF IatE|0f UELICE GIS
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AlZHO] AQE|X| ASLICH FA| AFE 7ttt 2toj=ef2| T8
7|E, ZHEtot ALEY, Fetot Aot HO| & mo[Zefels
7|82 BAlE 4Y ofof tEEE FFEER/F MSELC

e

[=}
CG

0l

DNA &= RNAZE DNAZ A%

TruSight Oncology 500 HRD assay0ll= 2ot M0
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TRUSIGHT ONCOLOGY 500 HRD

AT 5 2AM E0EE ¢
2tolE2{2| F=H| apgollM IRet EXF AE X (unique
molecular identifier, UMI)"7t gDNA ZH0{| Z7+EL|CH
FI7HE UMIE S22 CHEIR X 81 (low variant allele
frequency, VAF)OlAM2] 0] ZEE 7tsStH St SA0]
LREAHECEMN AT 5 52 BM 50| =l FLIC,
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DNA QI2|X|HE (enrichment)= TruSight Oncology

500 QI2IXHES} STt Z2|0|EO0|A SA|0| LO{HLICt
2t G2 HHO|QEIRHE I 2 H (biotinylated probe)oll
SHO|EE| =2} (hybridization)El £ AERIEFH|TIO| D E
Df1H[El H|=(streptavidin-coated magnetic bead)E
0|8l otz E BO{HAZI C+S 2to|=2i2] E(library
pool)2| CIZIX|HEE Is = ELICE Sto|E2|E HHHR
RIZEIF =0 0l0] 22T fusion partner2t MZ2 fusion
partner25H gene fusion2| E4g H&s| otefg
USLICE TruSight Oncology 500 2t0|E2{2|2F HRD
gtol=2efz|= AlFA ol 28 (pooling) EILICE.
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==l TruSight Oncology 500 20|E2{2|2t HRD
2to|=22{2|= NextSeq 550, NextSeq 550Dx" == NovaSeq
6000 AAEIOIA AZAELICE NextSeq AIAEIR 22 8742
MEE X|HSH= BHH NovaSeq AIAEI2 Sp E22 A ALE

Al EE 16709 MEE KIRFELICE TruSight Oncology 500
2t0|E2{2|2t HRD 2t0|28{2[= AlE Y Hol| SYEHEE M2
Me|Z (throughput)2 RXIELICE 28 MZ QIEA (index) =

=3 2t2l(quality control, QC) 7ICHXIE &2|5h= AlEY
HEZIA (metrics)E M4 + U= LAE s
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i Xl(batch) &g S35l 1~8712] HRD 2t0[E2{2|E 8742
TruSight Oncology 500 20[E2{2[(DNA &= DNA+RNA)0|
Hoj el 249 = JASLICE HPAH= 0] 7|52 28 BER
E0 B[AAS Ao 8ot EF HE SR F2 7|2
QIeh AF X|Hg HAske 4 USLIC

t Research ModeOl| A2t X[,

T DNA/RNA KitE AHESHH 212 16702 ME X2| Al NovaSeq 6000
Xp Workflow 2.
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TruSight Oncology 500 HRD2| #10| ZA=2 DRAGEN
TruSight Oncology 500 v2 Analysis SoftwareE &3
E|MO| assay Mg E&oH= 2| SeE 1 7t50tE
HFO|2QIZLOHEIA (bioinformatics, MEEES}) LSS
AHESH0] A ELICE DRAGEN TruSight Oncology 500 v2
Analysis Software= &4 A|7H0| Cf #E #0F OtL|2} Myriad
Genetics| AFR GIS ¥112|ES Eoh= 1T 2 et HRD
Ipo|Zefels et Mefot 2 s 10 XXl GIS
210 MZefLCt ot DRAGEN TruSight Oncology 500
v2 Analysis Software= BRCA 7CH T HO|= HEE 4~
UAELICH,

DRAGEN 242 =Z DRAGEN Server EE= lllumina
Connected Analytics(ICA)E AFESH0] SEtRE0A e
2 YGLICH 2E HEOl= @7 2f artifactE MAote 12 Atg
L[S0 H8ELICE

&

S
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500707t E= |TANO| 2 HO|E &Y 4= U &2
H2 5% VAFOIA > 96%2| 249 PIZE2F > 99.9998% 2
E0|E2 ZHO| tsYLICHE 2 X B 5). 22 24 50|
SY TE(tumor-only) ATEERE ¢ TMB 5E Al MbY
0| =5 Fets| mhefsiiof o mjf £35| REGLICE TruSight
Oncology 500 Local App§1f DRAGEN TruSight Oncology
500 ofo|Zztele 2 EAMot DNA HO| HIo|H = ME LXM8s
HQJLICH CHet DRAGEN IHO[Z2tQIE O[&3HH Local
AppEC 2~4Hf WHE £ 2 BMS 2tgd £+ Q0| B =
AlZHOl 42 EF=ELICE

=
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H 5: BRCA %2 H0|E 52 Y2 4&°

O VAF® gEE’
BRCA2:N289H 5% 100%
BRCA2:N991D 5% 100%
BRCAT:S1613G 5% 100%
BRCAT:K1183R 5% 100%
BRCAT:K820E 5% 100%
BRCAT:D435Y 5% 100%

BRCA Somatic Multiplex | Reference Standard(Horizon Discovery)ilA &2 7.5%

VAFQ! 041 71X| BRCA ZH2 HI0|S 5% VAFE &4, 4&E2 TruSight Oncology 500

HRD assayE AH83H0] &2 2X|.

a lllumina LIS GIOJE{0f] 2742t =], A7 TEO0|H, 2 A2 Yol/ZIE B2 SIEX]
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TRUSIGHT ONCOLOGY 500 HRD

EESH lllumina Connected Insights 2! Velsera Clinical
Genomics Workspace(CGW) S CHE 48 MEE Sesto
Ol o] B! X[F B0 CHAIS TIdlel o~ USLICH ARt =
£Z MH E= |llumina Connected AnalyticsE AFEdH
SEIRE0M Mot Mol HE Th(variant calling file,
VCF)E t=6t= 34 24 =70 d2Ed =+ 1, =M™ 7
0| S MEoA APH0| = HO|E EEZS 2 @Me2
MYSto] SEeivt Jtstt AT EUAME MAe 2 QlSLCEH
HRD AEfS] A2 GISE AT BE1Y &= /UoH 20|
2 T70{ M BRCAT % BRCAZ #0|2t £2 T &
S =75t S5 HRD 24 &= 34

UGLIC.
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M Zhsot Mzl 4 QlE 2t

lllumina& TruSight Oncology 500 HRDE &2 1EZEQ
BA 2UE YB5| Rl 71EC| #x ®FE HRD H&
ALS H|wdh= ChFet AT S HARSLICE Ol 2 )
I EO|M 2 HIO|EE TruSight Oncology 500 HRDZ
te dE2 536 2 Hl0|EQ W& LT HIo|H =

= MEo| ZM i =2 XM HRCH GISe| R 2

980|AELICHE 3, H# 6).

O Hoomy
In i

7121 HRD HAPE 0| HE0| & 0| gls
2l2lf TruSight Oncology 500 HRD assay®| =
TruSight Oncology 50022 ¢2 Ztet H| WS o &
Crefol TR0 WE1 Crfot TFC Holof 2H =2 dX[g2

HRGLICHAE 4, £ 7).

oz o
Y g
B

B RD AFEHOI| EH®t TruSight Oncology 500 HRD2f

6:H
.
HE EFE QAS =2 X

PPA", % NPA", % OPA", %
(95% Cl)  (95%Cl)  (95% Cl)
X HRD AMEH 95.2 96.8 96.0
(N =194) (89.2~97.9) (91.0~98.9) (92.2~97.9)
BRCA &M 92.9 98.6 96.9
(N =197) (83.0~97.2) (95.0~99.6) (93.5~98.6)
HRD GIS 95.1 971 96.1
(N =204) (89.1~97.9) (91.9~99.0) (92.6~98.0)

PPA: positive percent agreement(24] 2X|€), NPA: negative percent
agreement(S4 YXIE), OPA: overall percent agreement(TA| X&)

. R2 = 0.98 .
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Myriad Genetics GIS

12! 3: Myriad Genetics GIS®t TruSight Oncology 500 HRD GIS
7

A
mtet L& (formalin-fixed, paraffin-embedded, FFPE) thAQf
=
™

HEER F 71X 5t0|E2| =0t B8 O 2 LH0], StLt= TruSight

*— TruSight Oncology 500 HRD®| 2% =227 17F

Oncology 500 Z2EE, & L= HRD Z2EE AFE8 & 7HK|
C

2fojEeiE|s 25 223 2 dY ME 87HE AFE5I0 NextSeq 550

AARO R AHASIR M, HI0|E = DRAGEN TruSight Oncology 500
C

v2 Analysis Software 2 418! ot MEZ2 =W A orthogonal
test)E FIoH &X assayE AP =7t HALE Tldiel
50 R2=O.98
@
> 407
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o |
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O 30
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g |
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O 204
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o |
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> 104 o2
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TruSight Oncology 500 HRD TMB

121 4: TruSight Oncology 5002 TruSight Oncology 500
HRD 7t =& TMB YAI" —125709] el MES TruSight
Oncology 500 assay®t TruSight Oncology 500 HRD assay &
At A2 ASH Zf

ol

9 lllumina LIS HO[E{0] 278t =X ¢i7 TEO[H, 2 A2 e
2=z &0l5[X] 3.

M #1%: M-KR-00124 v5.0 KOR
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H 7: TruSight Oncology 500 TruSight Oncology
500 HRD 72| 20| R&E H|0|& LX|4*

HO[ A%/

PPA = 99.43%
NPA = 99.99%
OPA =99.99%

Bt}
ro
B3
©

PPA = 96.79%
CNV NPA = 99.65%
OPA =99.40%

MSI OPA =100%

a lllumina Ui CIO[E0f 27Agt 4| 217 HE0|H, 2 A2 YT 82

SelE(X] ks

XHHIEQ1 HRD ZAF ol 2t

2
EN

O|0] NGSE AtE &¢I #o[2tH | TruSight Oncology
500 HRDE Sge = YOO 2 iHs| MER YIE2 Lt
7|& 2 HiRX] 240t HRD ZAPE ZEE CGP AT E = =
UGLICE MM A8 S assay SEO| X[ 240f| A
7 MED raw dataE Hate 4 QA E|B22 & Azt

MZ ALE #elofls 2EER SYE THNE 4 USLICH & &2
Chof =2I%Ql thY HHO| 20t assayE T 6tLt| assay=
EgTozZ i ME, AlZH IS RF Hfst= SA0 &Y
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